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60 samples in beluga whales ranking order (Better--Good--Average) 75 samples in bottlenose dolphin ranking order (Better--Good--Average)

1 2 3 4 5 6 7 8 9 10 11 Method 1 2 3 4 5 6 7 8 9 10 11 12 13 14
RPL4 PGK1 ACTB B2M  RPL18 RPS18 HPRT1 RPS9 RPL8 GAPDH LDHB Delta CT HPRT1 PGK1 RPL4 ACTB GAPDH RPS18 RPS9 B2M RPLS8 LDHA RPL18 TFRC SDHA YWHAZ

BestKeeper RPLS8 RPS18 B2M ACTB RPL18 RPL4 LDHB PGK1 HPRT1 RPS9 GAPDH
Normfinder RPL4 PGK1 ACTB B2M HPRT1 RPL18 RPS9 RPS18 GAPDH RPL8 LDHB
Genorm ACTB | B2ZM RPL4 PGK1 RPS18 RPL8 RPL18 RPS9 HPRT1 GAPDH LDHB

Recommended
comprehensive RPL4 ACTB B2M PGK1 RPS18 RPL8 RPL18 HPRT1 RPS9 LDHB GAPDH
ranking

Conclusion

Most stable genes

Least stable genes

Beluga

RPL4, ACTB, B2M, PGK1
whales

GAPDH, TFRC, YWHAZ

Bottlenose

: RPL4, HPRT1, RPS18, PGK1 SDHA, YWHAZ, LDHB
dolphins

®This Is the first reference gene research of In cetaceans - skinb s. BMC Mol Biol 7: 32. W

blood.

®@According to the results, It may Indicate that about 30
samples Is enough for reference gene selection research.
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BestKeeper RPL4 TFRC RPS9 HPRT1 B2M RPLS8 RPL18 PGK1 RPS18 GAPDH ACTB LDHA SDHA YWHAZ
Normfinder HPRT1 RPL4 PGK1 B2M ACTB GAPDH RPS9 RPS18 RPL8 RPL18 LDHA TFRC SDHA YWHAZ
Genorm RPS18 | RPL18 RPL38 RPL4 RPS9 B2M HPRT1 PGK1 ACTB GAPDH LDHA TFRC SDHA YWHAZ

Recommended
comprehensive RPL4 HPRT1 PGK1 RPS18 RPS9 RPL18 B2M RPLS8 ACTB GAPDH TFRC LDHA SDHA YWHAZ
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